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Computational Complexity and an Approximation Algorithm for Star-Tree
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Abstract: In this paper, the algorithms and the computational complexity of Star-Tree phylogeny problem are
studied. The Star-Tree phylogeny problem is proved to be NP-complete first. Then it is proved that there is no
absolute approximation algorithm for this problem. At last, a polynomia approximation algorithm of ratio 2 is
presented to compute the Star-Tree phylogeny problem.
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